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INTRODUCTION

The Italian” Braccoeris one of! the oldest pointing dog breed, used for hunting ever since the Renaissance, time. The breed hds been of:ficially registered by ENCI (¥he I'tallan Cynological’ Club)lin 1949, when' the definitive standard was
established. Ther SABI (Societa Amatori Bracco Italiano) is financing a research project' aimed at investigating the demographic, genefic and' genealogical' structure of the' breed (the BIGG study). As a part of the project, the complete
electronic: record of the breed, including 20,499 animals born between 1970 and 2007, was downloaded from the ENCI database. In fhe present; work, we: show' an assessment of the genetic variability determined! for 22 STRs typed in a
sample of 38 unrelated Italian hounds, here called "Bracchi®, and a sample of 43 dogs| firom an admixture of ofher. breeds ("Other Dogs): the lalier were included ini two) consecutive ISAG Canine Comparison lestss.

ANIMAL SAMELING GENENIC TYPING

Blood specimensiwere collected in the course of several meetings organized by'ihe Bracco Three imultiplexes were worked out' (wo" heptaplexesi and one octaplex), which allowed analyzing 22 SWR markers: from fine panels recommended
Italiano breediclub. Individuall ID codes' of  all sampled subjects were traced in the breed for the 2006 and 2008, ISAG Canine Comparison liest. Allele call’ was basedoni a statistical analysis ofi all the raw data generated by the
database, "and| the coefficient: of relationship was determined for alll possible animal sequencer (ABI Prism 310), including both the samples provided as a part of the CCI: andlour B.I. samples: The raw data were graphically
pairs.  When a coefficient of exceeded the value of 0.2, one of the two animals was plotted to visualize the alignment: of: tihe alleles’ across| the different; runs, and the' allele size' in' bpwas; determined using the CCT reference
excluded. Thus, the final sample included only: subjects with coefficient; of relationship samples| as anchor values. The data were analyzed using ARLEQUINI 311 . -

< 0.2 with any other animal.
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Forz each marker, three “IaJ s¢ are shown (brown, blm"tlal and' green). Tihe first refers ¥o ihes
“Bracchii, the others to the f o) samplesiof: fihe Comparison testi (20061 and 2008), respectively):
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RESULTS =

Across thel 22 loci, the number of different lalleles ranged 3 to 8
(mean 5. 2)%in the Br'acchl , compared withy 6-13/ (mean 9.5) in' the "Other
Dogs” (Tiaby: 1). This reduction of genetic variability is expected in a single
breed when®ii*'is. compared fo an admixiure of: many different’ breeds, I
Tholigh a difiference. of 4.3 allele on average per! locus, is certainly a |
remarkable value.

lihe ex%c‘l'ed locus _heterozygosities ranged 0.41-0.81.(mean 0165) in
thel Bracchi*i compared withr0.67-0.89 (mean 0.82))in the® Other Dogs™
(@hab? 2) Hhus conflr"’mng afreductiontof thelaverage gene d|€v'er'S|'I'y (-0.17)
inpthe Bracehis> Interestingly,Sthendifference bew_‘_yveen the .observed! and : ;
expeciied helerozygosities Was lowerin thessBracchi™ thah in the, "Other .
Dogs® (0.65 - 0.588=-0.07'vs,10.82 - 0.6 =90120), despitesthe absolute
Valles were lower! in the: “Bratchizs This restlt maysbe mterpr'e're'd-ln Termy
of? the; Wahlund effectimwhich! isfexpected 1orbe 'hlgher' INEan admixiure i
dlffer'en'l' ibreeds| wiit NESPECH 1o a mgl brieed, -wher,'eas ne gene'rlc.
vur'lablln'y should be lowertin the secon&s‘case""
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